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Álvarez et al. (2002) 57 X X X X X X X X X

Alves et al. (2003) 112 X X X X X X X X X X X X X X X X

Alves et al. (2007) 250 X X X X X X X X X X X X X X X

Arroyo-Pardo et al. (2005) 101 X X X X X X X X X X X X X X X

Ayadi et al. (2006) 101 X X X X X X X X X X X

Baeza et al. (2007) 120 X X X X X X X X X X X X X

Ballard et al. (2006) 155 X X X X X X X X X X

Barać et al. (2003) 457 X X X X X X X X

Barrot et al. (2007) 190 X X X X X X X

Berger et al. (2003) 134 X X X X X X X

Berger et al. (2005) 130 X X X X X X X X X X X X X X X

Bianchi et al. (1998) 89 X X X X X X X

Bortolini et al. (2003) 231 X X X X X X

Bosch et al. (2003) 132 X X X X X X X X X X X X X X X X X

Bosch et al. 2000 184 X X X X X X X X

Brandt-Casadevall et al. (2003) 100 X X X X X X X X X

Builes et al. (2007) 173 X X X X X X X X X X X X X X X

Butler et al. (2006) & Schoske et al. (2004) 657 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X

Caglià et al. (2003) 112 X X X X X X X

Çakır et al. (2004) 113 X X X X X X X X X

Carvalho et al. (2003) 270 X X X X X X X

Chang et al. (2007) 980 X X X X X X X X X X X X X X X

Cherni et al. 2005 247 X X X X X X X X X X

Coia et al. (2004) 46 X X X X X X

Dai et al. (2004) 103 X X X X X X X X X

Decker et al. (2008) 389 X X X X X X X X X X X X X X X

Derenko et al. (2007) 236 X X X X X X X X X X

Destro-Bisol et al. (2004) 125 X X X X X X

Forster et al. (1998) 32 X X X X X

Frigi et al. (2006) 66 X X X X X X X X X X X X X X X

Fujihara et al. (2009) 156 X X X X X

García et al. (2004) 167 X X X X X X X X X

Hallenberg et al. (2005) 201 X X X X X X X X X X

Hashiyada et al. (2008) 1166 X X X X X X X X X X X X X X X

Hu (2006) 120 X X X X X X X X X X

Huang et al. (2008) 200 X X X X X X X X X X X X X X X

Hwang et al. (2007) 569 X X X X X X X X X X

Iida et al. (2002) 190 X X X X X X

Järve et al. 2009 148 X X X X X X X X X X X X X X X X X X X X X

Kayser et al. (2001) 986 X X X X X X X

Khodjet el Khil et al. (2005) 135 X X X X X X

Kim et al. (2008) 526 X X X X X X X X X X X X X X X

Kim et al. (2009) 539 X X X X X X

Kumagai et al. (2007) 252 X X X X X X X X X X X

Leat et al. (2007) 88 X X X X X X X X X

Lecerf et al. (2007) 165 X X X X X X X

Lee et al. (2003) 300 X X X X X X

Lee et al. (2007) 355 X X X X X X X X X X X X X X X X X X X

Lessig et al. (2006) 152 X X X X X X X

Li et al. (2007) 107 X X X X X X X X X X X X X X X

Lim et al. (2007) 74 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X

López et al. (2004) 133 X X X X X X X X X X X X X X X

De Maesschalck et al. (2005) 113 X X X X X X X X X X

Martín et al. (2004) 148 X X X X X X X X X X X X X X X

Mizuno et al. (2008) 1079 X X X X X X X X X X X X X X X

Nasidze et al. (2003) 668 X X X X X X X

Ogata et al. (2005) 340 X X X X X

Páez-Riberos et al. (2006) 88 X X X X X X

Park et al. (2005) 301 X X X X X X X X X X X X X X X X

Pereira (2002) 66 X X X X X X X

Pereira et al. (2007) 500 X X X X X X X X X X X X X X X

Pérez-Lezaun et al. (1999) 172 X X X X X X X

Pokupčić et al. (2008) 146 X X X X X X X X X X X X X X X

Pontes et al. (2007) 175 X X X X X X X X X X X X X X X

Quintana-Murci et al. (2004) 108 X X X X X X X X X X

Quintans et al. (2003) 212 X X X X X X X X

Rodig et al. (2008) 391 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X

Romero et al. (2008) 305 X X X X X X X X X X X X X X X

Rosa et al. (2007) 225 X X X X X X X X X X X

Sánchez et al. (2007) 247 X X X X X X X X X X X X X X X

Shen and Li (2005) 105 X X X X X X

Shepherd et al. (2004) 149 X X X X X

Shi et al. (2007) 158 X X X X X X X X X X X X X X X X X X X X

Shi et al. (2009) 216 X X X X X X X X X X X X X X X X X X X X X

Soltyszewski et al. (2007) 255 X X X X X X X X X X X X X X X

Souto et al. (2006) 138 X X X X X X X X X X

de Souza Góes et al. (2005) 126 X X X X X X X X X X X X X X X

Tang et al. 2003 108 X X X X X X X

Thangaraj et al. (2003) 37 X X X X X

Trovoada et al. (2001) 104 X X X X X X X

Turrina et al. (2006) 155 X X X X X X X X X X X X X X X

Vandenberg et al. (1999) 79 X X X X

Veselinovic et al. (2008) 185 X X X X X X X X X X X X X X X

Vidal-Martinez et al. (2003) 225 X X X X X X X

Woźniak et al. (2006) 215 X X X X X X X X X X

Xin et al. (2008) 138 X X X X X X X X X X

Zhang and Lee (2007) 355 X X X X X X X X

Zhang et al. (2006) 122 X X X X X X X X X X X X X X X X X X

Zhang et al. (2008) 237 X X X X X X X X X X

Zhang et al. (2009) 560 X X X X X X

Zhu et al. (2005) 96 X X X X X X X X X

Zhu et al. (2008) 167 X X X X X X X X X X X X X X X
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Ballard et al. (2005) x x x x x x x x x x x x

Berger et al. (2005) x x x x x x x x x x x x x x x

Bianchi et al. (1998)* x x x x x x x

Decker et al. (2008) x x x x x x x x x x x x x x x

Domingues et al. (2007) x x x x x x x x x x

Dupuy et al. (2001) x x x x x x x x

Dupuy et al. (2004) x x x x x x x x

Ge et al. (2009) x x x x x x x x x x x x x x x

Goedbloed et al. (2009) x x x x x x x x x x x x x x x

Gusmão et al. (2005) x x x x x x x x x x x x x x x

Heyer et al. (1997) x x x x x

Hohoff et al. (2007) x x x x x x x x x x

Kayser et al. (2000) x x x x x x x

Kim et al. (2009) x x x x x x

Kurihara et al. (2004) x x x x x x x x x x x x x

Lee et al. (2007) x x x x x x x x x x x x x x x x x x x

Lessig & Edelmann (1998) x x x x

Mulero et al. (2006) x x x x x x x x x x x x x x x

Padilla-Gutiérrez et al. (2008) x x x x x x x x x

Pestoni et al. (1998) x x x x x

Pontes et al. (2007) x x x x x x x x x x x x x x x

Sánchez-Diz et al. (2008) x x x x x x x x x x x x x x

Shi et al. (2007) x x x x x x x x x x x x x x x x x x x

de Souza Góes et al. (2005) x x x x x x x x x x x x x x x

Tamura et al. (2008) x x x x x x x x x x x x x x x

Toscanini et al. (2008) x x x x x x x x x x x x x x x

Tsai et al. (2002) x x x x x x x x

Turrina et al. (2006) x x x x x x x x x x x x x x x

Vermeulen et al. (2009) x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x x

* as specified at the Y Chromosome Haplotype Reference Database (www.yhrd.org)
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